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Genetic diversity in some Bignoniaceae growing in India was evaluated on molecular basis. RAPD-PCR amplification of genomic 
isolates purified from 12 selected genotypes (species) of the family was performed with the same protocol and conditions for all the 20 
primers. Out of 354 bands produced by 20 primers used, there were 353 polymorphic bands and the percentage of polymorphism with 
these primers was 99.71. The dendrogram constructed on the basis of 354 amplified products generated by random amplification of 
polymorphic DNA showed the separation of 12 genotypes into 11 major groups at 0.52 Jaccard's coefficient. Only one species 
Dolichandrone falcata growing at two different places was found in same cluster at Jaccard's coefficient. However, at 0.3 scale of 
Jaccard's coefficient, these genera segregated into 10 groups and Adenocalymma alliaceum and Tabebuia heterophylla formed 
another group. These results showed high degree of variability among all the genera of family Bignoniaceae. 
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Lane 

No. 

Species Location 

1. Campsis grandiflora (Thunb.) K.Schum. Agra 

2. Tecoma stans (L.) Juss. ex Kunth Agra 

3. Millingtonia hortensis L. f. Agra 

4. Kigelia africana (Lam.) Benth Agra 

5. · Pyrostegia venusta Miers syn. Bignonia venusta Ker 
Gawl. 
 

Agra 

6. Dolichandrone falcata Seem. Gwalior 

7. Dolichandrone falcata Seem. Agra 

8. Adenocalymma alliaceum (Lam.) Miers  
  

Agra 

9. Tabebuia heterophylla (DC.) Britton  Agra 

10. Jacaranda mimosifolia D. Don Agra 

11. Fernandoa adenophylla  (Wall. Ex G. Don) Steenis  
syn. Haplophragma adenophyllum (Wall. ex G.Don) 
 

Agra 

12. Crescentia cujete L. Agra 

 

Table 1:  Species analyzed 
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S.N. Primer name Primer Sequence 

1. OPB-01 GTTTCGCTCC 

2. OPB-02 TGATCCCTGG 

3. OPC-04 CCGCATCTAC 

4. OPC-05 GATGACCGCC 

5. OPC-12 TGTCATCCCC 

6. OPG-01 CTACGGAGGA 

7. OPG-02 GGCACTGAGG 

8. OPL-01 GGCATGACCT 

9. OPL-02 TGGGCGTCAA 

10. OPL-03 CCAGCAGCTT 

11. OPP-02 TCGGCACGCA 

12. OPV-01 TGACGCATGG 

13. OPAB-15 CCTCCTTCTC 

14. OPAB-16 CCCGGATGGT 

15. OPAC-01 TCCCAGCAGA 

16. OPAC-02 GTCGTCGTCT 

17. OPAE-01 TGAGGGCCGT 

18. OPAE-02 TCGTTCACCC 

19. OPAF-01 CCTACACGGT 

20. OPAF-02 CAGCCGAGAA 
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Figure 1. Representative RAPD profile of 12 members of the family Bignoniaceae generated by 10 primers. A. OPB-
01, B.OPB-02, C. OPC-04, D.OPC-05, E.OPC-12, F.OPG-01, G. OPG-02, H..OPL-01, I.OPL-02, J. OPL-03. 
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Figure 2. Representative RAPD profile of 12 members of the family Bignoniaceae generated by 10 primers. A. OPP-02, 
B.OPV-01, C. OPAB-15, D.OPAB-16, E.OPAC-01, F.OPAC-02, G. OPAE-01, H.OPAE-02, I. OPAF-01, J. OPAE-02. 
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S. N. Primers Total Number of 

Bands (a) 

Number of Polymorphic 

Bands (b) 

Polymorphism = 

b/a x 100 (%) 

1. OPB-01 16 16 100 

2. OPB-02 14 14 100 

3. OPC-04 25 25 100 

4. OPC-05 21 21 100 

5. OPC-12 27 27 100 

6. OPG-01 8 8 100 

7. OPG-02 24 24 100 

8. OPL-01 16 16 100 

9. OPL-02 39 39 100 

10. OPL-03 20 20 100 

11. OPP-02 16 16 100 

12. OPV-01 17 16 94.11 

13. OPAB-

15 

13 13 100 

14. OPAB-

16 

16 16 100 

15. OPAC-

01 

23 23 100 

16. OPAC-

02 

13 13 100 

17. OPAE-01 8 8 100 

18. OPAE-02 10 10 100 

19. OPAF-01 8 8 100 

20. OPAF-02 20 20 100 

 TOTAL 354 353 99.71 

 

Table 3: Analysis of the polymorphism obtained with random primers among various species of Bignoniaceae.
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Figure 3. Dendrogram constructed on the basis of 354 amplified products generated by random amplification of 
polymorphic DNA of 12 members of the family Bignoniaceae by 20 primers showing the separation of 12 cultivars into 
11 major groups at 0.52 Jaccard's coefficient.  
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